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[ Abstract] Objective To study the differences in intestinal flora of normal and type 2 diabetic mice, the effect of
alcoholic extract of Coreopsis tinctoria Nutt on mouse intestinal flora, and explore the possible relationship between alcoholic
extract of Coreopsis tinctoria Nutt, intestinal flora and type 2 diabetes mellitus (T2DM) in mice. Methods  Stool samples
were collected from the normal control group (A), high dose (1.8 g/kg) (B) and moderate dose (1.2 g/kg) (C) alco-
holic extract of Coreopsis tinctoria Nutt model groups, metformin (0.2 g/kg) treatment group (D) and blank control (E)
group. 168 rDNA real-time quantitative PCR assay was used to determine the levels of Clostridium coccoides and Bacteroides
thetaiotaomicron in the stool samples. Pearson analysis method was used to analyze the correlation between the levels of tar-
get bacterial species and the fasting blood glucose (FBG) in the mice. Results 1. Compared with the normal control
group, the levels of Clostridium coccoides and Bacteroides thetaiotaomicron in the T2DM model group were significantly low-
ered (P=0.017, P=0.002). 2. Compared with the model group, the levels of Clostridium coccoides and Bacteroides the-
taiotaomicron of the high dose Coreopsis tinctoria Nutt alcohol extract group were significantly different (2 weeks; P =

0.027, P=0.006; 4 weeks: P =0.007, P=0.012). 3. The levels of Clostridium coccoides and Bacteroides thetaiotaomi-
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cron were positively correlated with the FBG level in the mice. Conclusions The alcohol extract of Coreopsis tinctoria Nutt

has certain effect on the intestinal flora in type 2 diabetic mice and there is certain correlation between the effect of alcohol

extract of Coreopsis tinctoria Nutt and their blood glucose level.
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Clostridium coccoides ; Bacteroides thetaiotaomicron; Type 2 diabetes mellitus: Real-time PCR
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Tab.1 Numeric comparisons of Clostridium Coccoides starting template in the samples of five groups

4151 ( Groups) 0 J& (0 week) 2 & (2 weeks) 4 JH (4 weeks)
FERIZ (Model group) 5.79 +0.20% 5.81+0.19 5.89 +0. 35
5,4 X 2 I $2 490 1= 79 i 41 (High dose group) 5.91 +0.26" 5.47 £0.30*¢ 5.42 +0.34 ™
W €84 9 3 IR H 4 Hh 39 422 ( Modeerate dose group ) 6.03 +0. 60" 5.44 £0.55"¢ 5.61+£0.37"
RN B 41 ( Metformin group ) 5.99 +0. 11* 6.11 £0.50 ** 5.53+0.34"
2% P % I ZH ( Blank group ) 5.35 +0.30 5.32 £0.19* 5.39 £0.34*

TE " 5 FOW IR LG R LA« 1 HORUIIORT R LE 3

Note. #. Compared with the blank group. *. Compared with the model group. €. Compared with the metformin group.

R2 TARATZIC AU R R B X BE L (x £5,n =10)

Tab.2 Numeric comparisons of Bacteroides thetaiotaomicron starting template in the samples of five groups(x £s,n =10)

20 51 ( Groups) 0 JA(0 week) 2 JA(2 weeks) 4 JH (4 weeks)

REIEIZH (Model group) 4.45 0. 32* 4.63 £0.16 4.97 £0.37
TG 2,5 X0 2 I 1240 5 77 1 201 ( Hight dose group) 4.38 +0.51* 4.16 £0.32** 4.44 £0.16*
W €61, 4 39 25 B4 ) vh 37 i 2H ( Moderate dose group) 4.44 £0. 26" 4.71 £0.12 4.46 £0.29*
- HOBUNONT B2 ( Metformin group ) 4.30 £0. 45* 4.46 +0.05* 4.46 £0.47*
75 AN} B2 ( Blank group) 4.80+0.13 4.53 +0.40" 4.55+0.35"*

TE " 5 PO IR LS - SRR LA 5 HORUIOxT AR Le 4

Note. #. Compared with the blank group. *. Compared with the model group. . Compared with the metformin group.
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Fig.1 CQuantitative real-time PCR detection of Clostridium coccoides
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Fig.2 Quantitative real-time PCR detection of Bacteroides thetaiotaomicron
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Fig.3 The correlation of Clostridium coccoides ( A) and Bacteroides thetaiotaomicron ( B) with fasting glucose level in

the four groups.
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