- 316 - doi 10.3969/j.issn.1673-4254.2016.03.04

J South Med Uniy, 2016, 36(3): 316-320

BRI
&

KR EAE AR AR

Y EFRAMESFE, e Y 453003;°47 4 EF R, Th A5 453003

TE: BH B\ GR35 —IRES (OCDD) X Mt/ N RS2 ALBE PR ki el AR sl . 773k 20 FUEME CBL/6j /N, BEHILAY
Syt RZH (K .OCDDAIGHI R 2H (1.25%10° g/mL) sl 2H (1.25%10° g/mL) Al 4H (1.25x10* g/mL) , FRiE B 19K,
FESEREE 30 d 5 SEALIURE , I FHEE R B B LU R B OCDD JLF52H A BALH M/ N SE AL A 24 57, B SR
ZHAR L ARRFI R A ANT HR2H 22 SF 3R A L 1334, iR 6594, i 4744 ; vhnl e 2H Rt R4 25 SR 3 [R5 978 4>, 1A 4874,
4914 5 IR 2R AN PR 2R Y 22 S SR N B 8954, L 4244, R 4714 . £5iE WARE OCDD Z 52 5 %/ Ut S AU AR Gt
PRI TR B2, 78 S2 LT HE S OCDD # A E IR 7Y o

KR\ SR TR I S0 IR R s RS

Effect of 1, 2, 3, 4, 6, 7, 8, 9-octachlorodibenzo-p-dioxin on testicular gene expression

profiles in male mice
ZHANG Wei', WANG Yaofeng"?, NI Tianjun', YANG Zhijun'

'School of Basic Medical Science, *Sanquan College, Xinxiang Medical University, Xinxiang 453003, China

Abstract: Objective To investigate the effect of 1,2,3,4,6,7,8,9-octachlorodibenzo-p-dioxin (OCDD) on the testicular gene
expression profile in the testis of mice. Methods Twenty male C57BL/6j mice were randomly divided into normal control
group (fed with maize oil) and 3 OCDD groups treated with OCDD by gavage for 30 days at low-, moderate-, and high doses
of 1.25x10%, 1.25 x10°, and 1.25 x10* g/mL, respectively (8 mL/kg daily). The testicular gene expression profiles of the mice were
investigated using gene chip technique and compared between OCDD-exposed groups and the control group. Results
Compared with the control group, the mice in low-dose OCDD group showed 1133 differentially expressed genes, including
659 up-regulated and 474 down-regulated ones; in the moderate-dose OCDD group, 978 genes were differentially expressed,
including 487 up-regulated and 491 down-regulated ones; in the high-dose group, 895 genes were differentially expressed,
including 424 up-regulated and 471 down-regulated ones. Conclusion The effect of sub-chronic exposure to OCDD on

testicular gene expression profiles in male C57BL/6j mice indicates that the testis is probably the target organ of OCDD.
Key words: 1, 2, 3, 4, 6,7, 8, 9-octachlorodibenzo-p-dioxin; testis; gene expression; gene chip
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Tab.1 Primers used for qRT-PCR

Product

Name Sequence length (bp)

3 F 5-CCAGGATGGCGATAAGAAGAT-3' 99
1
R 5-TGCCTCTACCATGTCACTACCT-3'

F 5- AGTCCCTCAACTACAGCGTCTAT-3' g
TIE1 17
R 5-ACTTCGTCATCGCAGTTTCG-3'

F 5-TCCCCAGTCTCAAGTATGTTCG-3'
GPX3 196
R 5-CAGCGGATGTCATGGATCTT-3'

F 5-CTTCGGCAGGCCATACATAG-3'

231
KRT78 R 5 .CACATCCAGGGACAACTTCG-3'

F 5-AGCCACATGCCCTATACAGAC-3'
Cyp2c29 223
R5'-CATTCCCATTTAGAAAGTGCC-3'

F5'-GCCCCATTTACAGGGAGAAG-3'

R 5-TCACCTCTTGGTTTAGGACGAT-3'

F 5-ATTCAACGGCACAGTCAAGG-3'
GAPDH 203
R 5'-CGGAGATGATGACCCTTTTG-3'

2 R
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Tab.2 Effect of sub-chronic exposure to OCDD on body weight of the mice (g, #=20, Mean+SD)

Group 0 day 10 day 20 day 30 days

Control group 25.44+2.25 23.46+0.92 26.00£2.6 26.94+0.86
Low concentration group 26.26x1.44 24.82+1.62 25.06+1.10 26.26+2.11
Moderate concentration group 26.04+1.67 24.28+3.00 24.66+0.90 26.05+0.90
High concentration group 25.88+2.50 23.08+3.08 24.04+2.02 25.46+1.36
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Tab.3 Effect of sub-chronic exposure to OCDD on testicular gene expression profiles in male mice

Group Up-regulated genes Down-regulated genes Total
Control group- Low concentration group 659 474 1133
Control group- Moderate concentration group 487 491 978
Control group- High concentration group 424 471 895
Control group- Low concentration group 385

Up-regulated gene: Fold change =2.0; Down -regulated gene: Fold change<-2.0.

R4 ERFRIEEER
Tab.4 Differentially expressed genes

Probe name Fold change Regulation Gene name
A 52 P130642 40.47 Up Ankyrin repeat domain 42 (ANKRD42)
A_52_P311168 10.58 Up Keratin 78 (KRT78)
A 51 P240253 6.95 Up Ras-related associated with diabetes (RRAD)
A 52 P678183 5.82 Up Fas-associated factor 1 (FAF1)
A 52 _P475697 2.46 Up Cytochrome P450, 11a (Cyplla)
A_52_P134195 -23.41 Down CEA-related cell adhesion molecule 10 (CEACAM10)
A_51 P292008 -12.12 Down Glutathione peroxidase 3 (GPX3)
A_51 P167527 -5.51 Down Lumican (Lum)
A_52_P281702 -4.82 Down Insulin-like growth factor binding protein 5 (IGFBP-5)
A_51 P177171 -9.53 Down Tyrosine kinase receptor 1 (TIE1)
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