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Establishment of two human tumor cell lines with lentivirus-
mediated stably Smurf1 silencing and their effect on cell migration

WEI Rong-fei, GUO Jing, LI Meng-yuan, ZHU Rui-min, YANG Xing-jiu, GAO Ran
(Institute of Laboratory Animal Science, Chinese Academy of Medical Sciences &
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[ Abstract] Objective To establish lentiviral expression vectors for Smurfl silencing and assess the effects of
Smurfl silencing on cell migration. Methods Hela and A549 cells were infected with lentiviral expression vectors for
Smurfl silencing respectively. After 7 days, the stable cell lines with Smurfl silencing were obtained after puromycin-
resistance screening, enrichment and expansion. The intracellular gene and protein levels of Smurfl were detected by qPCR
and western blot. Transwell assay was used to assess the effect of Smurfl silencing on cell migration. Results The stable
cell lines with Smurfl silencing are constructed successfully. Silencing of Smurfl down-regulated cell migration rate
detected by Transwell assay. Conclusion  Smurfl promotes cell migration.
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Fig.1 Green fluorescence micrographs of HeLa ( A) and A549 cells (B) at 3 and 6 days after lentivirus

infection for Smurfl silencing.
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Fig.2 The mRNA level in the HelLa (A) and A549 cells (B) of control and with stably shSmurfl 1# and
2# silencing by lentivirus infection, detected by qPCR.
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Fig.3 The mRNA level of Smurfl in the HeLa (A) and
A549 cells (B) stably lentivirus-infected for Smurfl
silencing, detected by Western blot.
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Fig.4 Knockdown of Smurfl leads to defective migration,
detected by Transwell assay. A. Pictures were taken
from a representative field, 400 x ; B. Cell number

counted from five random fields.
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Fig.5 Western blot detection of protein levels of the known
substrates of Smurfl in Hel.a cells stably transfected
with virus for Smurfl silencing. The protein levels of
Smadl, Smad5 and DAB2IP are up-regulated in the

HeLa cells transfected with shSmurfl 1# lentivirus.
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