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[ Abstract ] Objective  To explore the characteristics of immunological changes in tree shrews infected with
orthoreovirus, and provide a theoretical basis for the prevention of virus in tree shrews. Methods 40 — 50-day-old tree
shrews were divided into three groups: MRV1/TS/2011 virus-infected and MRV3/TS/2013 virus-infected groups, and
saline-treated control group. On the 1, 8, 14, 21, and 28 days after infection, blood samples were taken from the tail vein

and used for RT-PCR, flow cytometry and ELISA detection, to assess the viral load, number of CD4/CD8/CD19 cells, and
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IFN-gamma expression. Results The MRV1/TS/2011 and MRV3/TS/2013 viral load in the plasma and the number of
CD4 " and CD19 * cells reached a peak at the 14th day after infection. At the first day after MRV1/TS/2011 infection, the
CD4 " cells had a significantly higher expression compared with the normal group. CD8* cells and the TFN-gamma
expression reached a peak at the 21st day after infection. The expression of CD4 " was even higher after MRV1/TS/2011
infection, and the expression of CD8 * cells was higher after MRV3/TS/2013 infection. Conclusions We would conclude
that after MRV1/TS/2011 and MRV3/TS/2011 virus infection, accompanying the changes of viral load, it shows some
regularity of the expression of CD4/CD8/CDI19 and IFN-gamma in the tree shrews: at the early stage of MRV1/TS/2011
virus infection, humoral immunity is stimulated, and CD4* cells play a major role. MRV3/TS/2013 virus may mainly

affect the cellular immunity, while humoral immunity only plays a role at a high viral expression or the late stage of

infection. CD4 " cells may be more sensitive to type 1 reovirus, and CD19 * cells may be more sensitive to type 3 reovirus.
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B4 F 5’ - TCTGCTCGTGAAGTGGCGAA -3°
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I 4 5 T A AR IR JE A 14 KA
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Note. * P < 0.05 means there was a significant difference.

Fig.1 Expression of virus in the tree shrews infected with MRV1/TS/2011 and MRV3/TS/2013
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Hca B CD4 * 41 PHA: S BE R B LIE O b KA CDS * 4HE PH A R Bt R ECAE AR I B 5 ¢ R CD19 + 41 BH 4 3 il K402 1k
TEOL; SXT RS P < 0.05, 294 B35, P< 0.01, 25 AW B &M,
2 MRV1/TS/2011 Fl MRV3/TS/2013 JERYLAI i J5 ML 1 CD4 * /CD8 * /CD19 * ik F i

Note. Figure a shows CD4 * cells changed with the time after infection. Figure b shows CD8 * cells changed with the time after infection ;

Figure ¢ shows CD19 * cells changed with the times after infection. * P < 0.05 means there was a significant difference, and ** P <

0. Ol means there was a extremely significant difference.

Fig.2 Expression of CD4*/ CD8*/CD19 " cells in the tree shrews infected with MRV1/TS/2011 and MRV3/TS/2013
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#£2 MRVI/TS/2011 Fl MRV3/TS/2013 JE&R YL i f5 113 h CD4* /CD8 *
Tab.2 CD4*/CD8" cells in the tree shrew infected with MRV1/TS/2011 and MRV3/TS/2013

415 EAN 8K %14 K %21 R %528 K
Groups Day 1 Day 8 Day 14 Day 21 Day 28
S A MRV1/TS/2011 11.073 27. 042 174. 876 4.955 14. 0761
S B
MRYV3/TS/2013 6. 448 1. 129 66. 972 4.508 19. 546
Xt BB 4 Control 8.616 12.286 13.423 5. 683 13. 154
30 *
*
3 25
£
£ E
22 2
% - 1
= s
5K
24 L
L - i
T2 -
= &
&
5
0
IR (Dayl) IR (Day8)  HI4R (Dayld) #H21K (Day2l) 28K (Day28)

e S 26 B: MRV3/TS/2013

el 55} [ 2H Control

Sz A: MRV1/TS/2011

. SRR * P < 0.05, 254 Mg 45 21 K, MRV1/TS/2011 F1 MRV3/TS/2013 &L 4H 5% HAZHAH 1L 25

B R,

B3 MRVI1/TS/2011 Fl MRV3/TS/2013 JEYLMf i) L IFN-y ik 15
Note. * P < 0.05 means there is a significant difference; animals infected by MRV1/TS/2011and MRV3/TS/2013 both

have significant difference on the 21’ th day, compared with the normal group.

Fig.3 [IFN-vy expression in the tree shrew infected with MRV1/TS/2011 and MRV3/TS/2013
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