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[ Abstract]  Osteoarthritis is a major degenerative disease that affects human health. Tt causes a large number of
physical disabilities and medical resource expenditure. However, the specific pathogenesis for this disease has not yet been
clarified, and thus, it cannot be cured. The genes encoding sterol regulatory element binding proteins ( SREBPs) have
been studied in recent years. They play an important role in maintaining the homeostasis of lipid metabolism. Accumulating
studies have confirmed that the genes are closely related to osteoarthritis. This article introduces the SREBP genes and
discuss the relationship between SREBPs and osteoarthritis, and how SREBPs act in the mechanisms of metabolic disorders
and osteoarthritis through related factors to provide a foundation for relevant research.
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Table 1 Distribution and main functions of human SREBP family members

SRBBP:s

EPH Y S anm e I I B T i
Encoded proteins location Expression sites Regulated enzymes and substances Functions
of SREBP genes
il B RRILIT B e 33U TR A 5 U S CoA JRALREE
LI W2 & U BERRIE CoA i e] P e ER A
SREBPla 17 p11.2 Brain, skeletal muscle, 3-Hydroxy-3-methylglutaryl-coenzyme A synthetase, acetyl- Regulation of fatty
liver, kidney, and white CoA carboxylase, fatty acid synthase, stearoyl-coenzyme acid metabolism
adipose tissue A desaturase!®)
i EHEAL TV CEH G Bk CoA FRALEE NG IR & U  ATP Fr AT 2 il A
e JEWE CoA LM FNEE | H ilh-3-WERR-IEHE 54 75 iy P AR
SREBPI1 ¢ 17 pl11.2 Brain, skeletal muscle,  Acetyl-CoA carboxylase, fatty acid synthase, ATP citrate  Regulation of fatty
liver, kidney, and white lyase, stearoyl-coenzyme A  desaturase, glycerol-3-  acid metabolism
adipose tissue'’! phosphate acyltransferases
3-RAE3-HIE L BT A SN IREEIEE AR
v - T E W v — e T
e s i I A
Sk G I U A4 JIE R A
SREBP2 22 ql3 ; . 3-Hydroxy-3-methylglutaryl-coenzyme A synthetase, low  Regulation of
Widely  expressed in

organs and tissues

density lipoprotein receptor, 3-hydroxy-3-methylglutaryl-

coenzyme A reductase, farnesoid phosphate synthase,

7]

squalene synthase"

cholesterol metabolism
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