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Establishment of a fluorescent quantitative PCR detection method for
bovine coronavirus and its preliminary application

WANG Shasha, WANG Ji*, YUE Bingfei "
(National Institutes for Food and Drug Control, Beijing 102629, China)

[ Abstract]  Objective To investigate the prevalence of bovine coronavirus (BCV) in bovine herds and bovine-
derived bioproducts. Methods A fluorescent quantitative PCR ( FQ-PCR) method for BCV was developed based on a pair
of primers and a TagMan probe, in accordance with the published sequence of BCV. Results The assay could specifically
detect BCV and had good sensitivity, with a limit of detection of 40 copies. The FQ-PCR method achieved a good linear
relationship within the template concentration range from 10’ to 107 copies/uL, with a correlation of 0.999. The
amplification efficiency of the assay was 96. 195%. A total of 64 bovine rectal swabs and 33 bovine-derived bioproducts were
subjected to the FQ-PCR assay, and the positivity rates were 1.5% and 6%, respectively. The positive sample was

amplified with another pair of primers for the N gene. Conclusions The results of this study demonstrated that the PCR
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product had 99% similarity to BCV, suggesting the existence of a BCV epidemic in bovine herds and the potential risk of
BCV contamination in bovine-derived bioproducts.
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2 BCV FQ-PCR
Table 2 Results of pretiminary application of the BCV FQ-PCR assay

Samples Bovine rectal swab Bovine nose swab Bovine derived bioproduct
Number 63 63 33
Positive rate 1/63(1.5%) 0 2/33(6%)
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