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Breeding and identification of Mfge8 knockout homozygous
mice and their association with autoimmune diseases

YANG Wenqiang, HUANG Wei, MA Wei, CUI Tianpen”
(Central Laboratory, Wuhan No. 1 Hospital, Wuhan 430022, China)

[ Abstract]  Objective To breed and identify Mfge8 gene knock-out (Mfge8 ") C57BL/6 mice, and to examine
serological and histological changes in these animals. Methods Genomic DNA was obtained from the tail of young mice
and the genotype was determined by PCR and agarose gel electrophoresis. TUNEL assay was used to detect apoptotic cells
in the lung tissues of 12-week-old wild type (WT) and Mfge8 ™ mice. Levels of anti-nuclear antibodies (ANA) and anti-
endothelial cell antibodies ( AECA) in the serum of 36-week-old WT and Mfge”™ mice were determined by
immunofluorescence. Results Knockout mice have been successfully generated and maintained that are homozygous for
Mfge8 gene deletion (Mfge8™™). The number of apoptotic cells in the lung tissues of 12-week-old Mfge8 ™ mice was higher
than in WT mice. In addition, the serum of 36-weeks-old Mfge8~ mice, but not WT mice, was positive for ANA and
AECA. Conclusions Mfge8 knockout mice with the C57BL/6 genetic background demonstrate a greater susceptibility to
autoimmune disease.
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Figure 1 One-day-old progeny mice
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Figure 2 Identification of progeny genotype by PCR and agarose gel electrophoresis
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tissue of a Mfge8™™ mouse (x 100). Arrows indicate apoptotic cells. C, Average number of TUNEL
positive cells in random view fields (x100). Compared with the WT mice, * P<0. 05.

Figure 3 Detection of apoptotic cells in lung tissues by TUNEL staining
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Note. A, ANA in the serum of WT mice(x 100). B, ANA in the serum of Mfge8™~ mice(x 100). C,
ANA in the serum of WT mice( x 400). D, ANA in the serum of MFGE8™™ mice( x 400).
Figure 4 Analysis of ANA serum levels
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Figure 5 Analysis of AECA serum levels
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