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Expression of Fc receptor-like protein 3 in hepatocellular carcinoma and
its effect on the proliferation and migration of HepG2 cells

SUN Jianhai, MA Yanling” , WEI Wujie, YAN Fei, FANG Hongyan, QU Jiao
(Department of Oncology, Hubei No. 3 People’s Hospital of Jianghan University, Wuhan 430033, China)

[ Abstract] Objective To investigate the expression level of Fc receptor-like protein 3 (FCRL3) in hepatocellular
carcinoma and to determine its effect on the proliferation and migration of hepatocellular carcinoma HepG2 cells. Methods
The expression of FCRL3 mRNA and protein was detected in hepatocellular carcinoma tissues, healthy liver tissues, and
HepG2 cells by RT-PCR. The effects of FCRL3-specific small interfering ( si) RNA on the proliferation and migration of
HepG2 cells were detected by an MTT assay and cell scratch test. Results FCRL3 mRNA and protein expression was
significantly higher in hepatocellular carcinoma tissues than in healthy liver tissues (P<0.05). FCRL3 mRNA and protein
expression levels were significantly lower following siRNA in HepG2 cells, and the proliferation rate and migration ability
were significantly decreased (P<0.05). Additionally, the expression of FCRL3 mRNA and protein in HepG2 cells

overexpressing FCRL3 was significantly increased compared with controls, as  well the proliferation rate and migration
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ability (P<0.05). Conclusions The expression of FCRL3 in hepatocellular carcinoma is up-regulated compared with

healthy liver tissue. FCRL3 inhibition reduces the proliferation and migration of hepatoma cells, suggesting that FCRL3

plays an important role in the progression of hepatocellular carcinoma.
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Table 1 Expression of FCRL3 mRNA and protein in the liver cancer and normal liver tissues

Gl kS FCRL3 &
FCRL3 mRNA
Groups Number of cases m FCRL3 protein
TE & HF4H 4T Normal liver tissue 40 1. 00+0. 03 1.79+0. 15
JFJE 412 Liver cancer tissue 48 3.15+0. 37 3.57+0. 43

T 5 IEH A S, *P<0. 05,
Note. Compared with normal liver tissue, *P<0.05.

FCRL3

o —

EHFAR

Normal liver tissue

1 FHEAGURIE R FF4121M FCRL3 & HAYRIL
Figure 1 Expression of FCRL3 protein in liver
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cancer and normal liver tissues
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%2 FCRL3 T#iFik4 FCRL3 BIM:XT HRZH Al FCRL3 5 3R iA 41 /8 40 M HepG2 P FCRL3 mRNA J 2K H 19334 (x+s)
Table 2 The expression of FCRL3 mRNA and protein in hepatocellular carcinoma cells in different groups

ST %L FCRL3 [
FCRL3 mRNA
Groups Number of cases " FCRL3 protein
LFikY
,FCRL3 RS E 3 0.57+0. 06 0.67+0. 11
FCRL3 interference expression group

FCRL3 BTt B4l . .

FCRL3 negative control group 3 0.980.04 1. 8420.18

FCRL3 i %354

ik 3 1. 86+0. 53 2.5420. 22"

FCRL3 overexpression group

TE: 5 FCRL3 THiak 4L Ib#,* P<0. 05; 5 FCRL3 Bl X BR41 b %L, " P<0. 05,
Note.Compared with the normal FCRL3 interference expression group, *P<0.05. Compared with the normal FCRL3 negative control group, "P<0. 05.

3 FCRL3 RiEXAHEANME HepG2 S48 R AITAL HE 1 B2 (x5 )
Table 3 Influence of FCRL3 expression on the proliferation rate and migration ability of HepG2 cells

432 %

Groups Number of cases

20 MU 56 (% )

Cell proliferation

LHRETT (um)
Migration ability

FCRL3 T &ix4l
FCRL3 interference expression group
FCRL3 i{kxt 41
FCRL3 negative control group
FCRL3 i ik 4l
FCRL3 overexpression group

3

3

3

71.63+5.67

96.22+14.31°

175. 48+15.19%

45.38+3.81

40.57+12.19*

22.34+5.66%

TE: FCRL3 T HRIBL AL, * P<0.05;5 FCRL3 FIVERTHALH Hudk " P<0. 05,
Note. Compared with the normal FCRL3 interference expression group, *P<0. 05.Compared with the normal FCRL3 negative control group, "P<0. 05.

FCRL3

GADPH
FCRL3F-#ki FCRL3Bi#E  FCRL3EREH
FCRL3 interference T HEA
expression group FCRLS3 negative FCRL3

control group  overexpression group
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Figure 2 The expression of FCRL3 mRNA and protein in

hepatocellular carcinoma cells in different groups
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Figure 3 Effect of FCRL3 expression on migration ability of HepG2 cells
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