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[ Abstract]  Objective To evaluate a real-time fluorescence quantitative PCR of dengue virus by detection of key
indicators in the dengue mouse model. Methods Appropriate specific primers and probes were selected, the molecular
method was used to prepare the plasmid standard, and the PCR system and reaction conditions were optimized. Then, the
sensitivity, specificity, and stability of the real-time fluorescence quantitative PCR method were evaluated. Finally, this
method were tested by using serum and tissue samples from dengue virus-infected mice. Results  One-step real-time
fluorescence quantitative PCR was performed successfully. The method was sensitive, and the lowest detection limit was
49. 6 copies/pL. The method was specific, and non-specific amplification was not observed. The method repeatability was

good, the standard deviation of sample Ct values was less than 0.5, and the CV was <5%. The test result of samples from

[EE BB ] H A R LR (20172X10304402-001-022) ; £ 2 5 g HERHH 81157 T2 (2017-2M-B&R-11) ,
[1EEBN] IK/Z:M%( 1993—) , %« ,llﬁjtﬁﬂ:%ﬁi ,Eﬁ%ﬁr‘ﬂ L, E-mail ; qianchen1777@ 163.com
[EBEEE] T T(1981—) , BIWFSE 5, B+ S, A5 07 18] R R A )2, E-mail; wangw@ cnilas. org



26 P FLAR R 2 2% 2020 4E 3 45 30 %5 3 41 Chin J Comp Med, March 2020, Vol. 30, No. 3

the dengue virus-infected mice were in line with experimental expectations. Conclusions The qRT-PCR method can be

used for quantitative detection and evaluation of dengue virus in a mouse model.
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Figure 1 Amplification curve of the standard
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Figure 2 Standard curve
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Figure 3 Sensitivity of the fluorescence quantitative PCR method
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