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The introduction of nomenclature and rules for rat and mouse models

CAO Yuan, YUE Bingfei, LIU Quanming, FAN Changfa”
(Institute for Laboratory Animal Resources, National Institute of Food and Drug Control, Beijing 102629, China)

[ Abstract )

breakthroughs in gene editing technology, an increasing number of rat and mouse models have been established and widely

Recent rapid developments in life sciences and biomedical engineering technology, as well as

applied in basic research, including oncology, infectious diseases and immunology research. Although the total amount of
animal model resources is increasing constantly, there is no unifying standard nomenclature, which makes the management
of model animals as well as international exchange and intellectual property protection difficult. This paper is based on the
rules of the JAX laboratory in America and summarizes the nomenclature of common model animals (rat and mouse) in

detail. Examples of different types of models are given in order to establish nomenclature and rules that are in compliance

with international norms and exchange.
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Figure 2 Nomenclature for spontaneous or

induced mutation models
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Figure 3 Nomenclature for transgenic models
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Figure 4 Nomenclature for ES targeting/knock in models
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Figure 5 Nomenclature for endonuclease-

mediated/knock in models
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Table 1 Examples of different types of animal models
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