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Abstract; This paper is reviewed a identification method of the experimental research and the progress appraisal for

miniature pig inbred line, including: skin allograft transplantation, physiological and biochemical marker, isozyme

protein identification, DNA genetic marker, SNP analysis method and so on.The comprehensive analysis is show

that the technology of allogeneic skin grafts is the best identification method for a large mammal inbred line , which

is a scientific basis for development and utilization of innovation resources on

pig inbred line in China. It will be

provided the scientific testing technology and method for identification of large mammals inbred line and make our

country is a international leading position in large mammals inbred line study also.
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