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[ Abstract]

from the respiratory tract of mice in Jiangxi Province according to the identification and collection procedures for laboratory

Objective To conduct standardized identification of a strain of Rodentibacter pneumotropicus isolated
animals and zoonosis preservation at the Center of Bacteria and Virus Species Preservation, Chinese Academy of Medical
Sciences, National Pathogenic Microorganism Resource Bank, and the requirements of national standard strain
identification. Methods  According to the requirements of GB14922.1 and GB14926. 12, routine health-monitoring
animals were examined and pathogen strains were isolated. The samples were transported to the National Bacterial and Viral
Species Preservation Center at low temperatures for further classification and identification of pathogenic microorganisms by
means of colony, cell characteristics, physiological and biochemical characteristics, phylogenetic analysis of 16S rRNA
steward gene, and genome sequence analysis. Whole-genome sequencing result were compared and analyzed, and the
Results  According to GB14926.2, one strain of R.

pneumophilus was isolated from a batch of mice from Ganzhou, Jiangxi Province, and the animals had no other obvious

pathogenicity was evaluated by artificial infection of mice.

abnormalities. The isolated strain was similar to NCTC 8141 (R. pneumotropicus) colony, cell, and physiological and
biochemical characteristics. The strainhad 98.37% homology with the NCTC 8141 16S rRNA gene sequenceand formed a
branch with R. pneumotropicus NCTC 8141 in the phylogenetic tree, with 96% self-promotion data value. On genome
sequence analysis, the ANI and dDDH values between the isolated and R. pneumotropicus type strain NCTC 8141 were
97.97% and 80.3%, respectively, higher than the international standard classification limits of 95% and 70%. The
clinical symptoms and pathological changes to the lung tissue were similar to those of the type strain NCTC 8141 infected
with ICR (Institute of Cancer Research) mice via nasal drops. Conclusions The isolate was named R. pneumotropicus
Jiangxi strain by the National Laboratory Animal and Zoonosis Preservation sub-center, and the strain was stored in a
standardized way and numbered CCPM-B-B-006-2209-2.

[ Keywords] standard strain; laboratory animal; National Pathogenic Microorganism Resource Bank
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Note. A, Colony morphology of standard strain. B, Microscopic morphological characteristics of standard strains.

Figure 1 Morphological observation of R. pneumotropicus
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Table 2 Results of genome assembly from Jiangxi isolates
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Genome Scaffold Contig
S8 (>500 bp)
Total number 26 28
SR (b
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Sequence GC%
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100/96/99 (Rodenlibaclerpnezmzolropica NCTC8141"

96/-/75 Rodentibacter pneumotropica ATCC 35149
57/65/63 ‘R()dcmihacrcr pneumotropica CCPM-B-B-006-2209-2
Rodentibacter heylii CNP160T
83/85/59 81/79/72 Rodentibacter haemolyticus DSM 111151"
Rodentibacter trehalosifermentans H19870820317
99/92/73 Rodentibacter ratti F75"
73/68/54 Rodentibacter mrazii Ppn4 18"
Rodentibacter rarus CCUG17206"
53/59/- Rodentibacter heidelbergensis 1996025094"
Rodentibacter myodis Ac151"
Pasteurella multocida subsp. multocida NCTC103227
A

0.01

T AT 168 rRNA DR 3 G He 1/ di R ARLR ¥/ S DR T 240 68 W i il 145 A 147 23 B Bk CCPM-B-B-006-2209-2 FIAH XA b
HITRGRE M Pasteurella multocida subsp. multocida NCTC 103227 JpAMEE, “T” RFEXE I, 8 ERRFEET
1000 AT FT 43 L | A8, AN R AT 0. 01 DB, (U4 M3 50% 91
B2 T 165 rRNA SEHFFII R SR B 4B

Note. Phylogenetic analysis of R. pneumotropicus strain CCPM-B-B-006-2209-2 and related type species was performed by collation
method based on 16S rRNA genes. Pasteurella multocida subsp. multocida NCTC 10322 is an outgroup. The “T” represents the
model strain, and the number on the node is based on a percentage lead value of 1000 replicates, 0. 01 substitutions per nucleotide
position, only giving values over 50%.

Figure 2 Phylogenetic analysis based on 16S rRNA gene sequence

TE A2 FXIR B 6 FIRHEME ICR /NBRTE 1107 CFU Fib 5 P9 B W8 i g 145 T VT 40 B 6 5 C . 6 RIS MERE ICR /)
BU7E 107 CFU IR 8 P R W i 5 47 AT B ASS 5 B bk NCTC 8141, 245 58 [ 7 WM A AT T 76 2 8 ke R e 5 8 2 T e
NCTC 8141 A ALY ZH LU L2 R 4L

B3 R e e g

Note. A, Blank control. B, 6-week-old female ICR mice were intranasally infected with P. lungophilus Jiangxi strain at 1

x10" CFU. C, 6-week-old female ICR mice were intranasally infected with the type strain NCTC 8141 at 10" CFU. Results
showed that the Jiangxi strain had similar histopathological changes to the type strain NCTC 8141.

Figure 3 Experimental for pathological observation of animal infection
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